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Education

B.S. Biology, Juniata College, May 2014
cum laude, 3.68 GPA out of 4.0

Research and Work Experience

Director of Computational Informatics, HIPAA Security Officer, Reporting Personnel,
System Administrator (2019-2022), Contaminant Source Identification
Key collaborators: Gina Lamendella, Justin Wright, Truc Ly, Vasily Tokarev

○ Commercialize metatranscriptomics pipelines for clinical diagnostics
○ Implement CLSI methods for Clinical Validation & Verification of our test system
○ Securely deploy to the Microsoft Azure hybrid cloud as a system administrator
○ Implement security best practices as the HIPAA Security Officer

Computational Biologist (2018-present), Technician II (2016 - 2018),
Postbacceratte Research Associate (2014 - 2016), Pacific Northwest National Labs
Key collaborators: Janet Jansson, Jason McDermott,

○ Analyze high-throughput multi-omics data and produce compelling visualizations
○ Apply domain knowledge of microbiology to human cohorts and animal models
○ Deliver reproducible results using modern computational methods. #openscience

Bioinformatics Research Associate (2013 - 2014), Juniata College
PI: Dr. Regina Lamendella

○ Developing user-friendly bioinformatics approaches to analyze microbial
communities in environmental and human-health-related projects

○ Bioinformatics Teaching Assistant for 399, Environmental Genomics

Bioinformatics Workshop Leader
HHMI Genomics Workshop, Lycoming College, June 2014
Urban Microbial Metagenomics, CUNY Brooklyn, June 2014

Front-End Web Developer, Juniata College, September 2010 - May 2014
Development in HTML5, CSS, and Javascript. Design in Adobe Photoshop and Illustrator.

https://colinbrislawn.github.io/
mailto:cbrisl@gmail.com
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Collaborations and Consortium Membership

○ Contributor to open source software, including the following GitHub organizations:
conda-forge, bioconda, biocore, and Qiime2.

○ Member of Earth Microbiome Project https://github.com/biocore/emp
○ Member of Integrated Human Microbiome Project http://hmp2.org/
○ Community Moderator of the QIIME 2 Forums: https://forum.qiime2.org/
○ Invited reviewer for the following publications:

○ Nature Scientific Reports
○ Frontiers in Microbiology
○ Ecology Letters

Honors and Awards

○ Dean’s List (all semesters at Juniata college)
○ Juniata College Quinter Scholarship
○ Juniata College Will (H.C & E.S.) Biology Scholarship

Community Involvement

○ Webmaster for CamerataMusica.com. Redesigned the website of this local chamber
music group with emphasis on accessibility.

○ Former Secretary of the Board for ‘The Rude Mechanicals: Kick Ass Shakespeare!’
○ IT Chair of the Executive Board for Juniata College Student Government. Worked

with the Executive Board and committees to conduct secure voting and coordinate
student government events.

○ Computational mentor for Molecular Techniques, teaching undergraduate students
to use R and Linux for the first time.

○ Juniata Associate for marketing department, mentoring incoming students in web
development and project management.
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